Hydrogen-bond geometry (Å , ). In the crystal structure of (1), there are two molecules in the asymmetric unit (Fig. 1) . In molecule A, the dihedral angle of the pyridyl and the C6A/C11A phenyl rings is 22.0 (1)° and for the pyridyl and C13A/C18A rings it is 14.3 (1)°. In molecule B the angles are 12.1 (1)° and 10.6 (1)° respectively. The packing is shown in Fig. 2 . Molecules are linked by O-H···O and N-H···O hydrogen bonds involving all the potential donors, generating linear chains parallel to the a axis. The packing is further stablized by C-H···π interactions, with typical geometry (Pavel et al., 1993) .
Experimental
Picolinic acid (0.38 g, 3.12 mmol) was suspended in dichloromethane (40 ml) at 273 K. N,N-Dimethylformamide (0.1 ml) and oxalyl chloride (0.27 ml, 3.12 mmol) in dichloromethane (10 ml) were added and stirred for 3 h. The reaction mixture was then cooled to 263 K, (2S,4S,5S)-tert-butyl N-(4-amino-1-benzyl-3-hydroxy-5-phenylpentyl)carbamate (1.00 g, 2.60 mmol) and triethylamine (2.2 ml, 15.60 mmol) in dichloromethane (10 ml) were added dropwise and the mixture was stirred at 273 K. After 0.5 h, the reaction mixture was quenched with water (15 ml). The inorganic layer was separated followed by extraction with dichloromethane. The organic phases were combined and dried over anhydrous MgSO 4 and concentrated in vacuo, and the residue was purified by silica gel column chromatography (ethyl acetate/petroleum ether 1:2), giving the product (1.89 g, 98.2%) as a white solid. Single crystals were obtained by slow evaporation of a solution in ethyl acetate/dichloromethane.
Refinement
The hydrogen atoms were positioned geometrically (C-H = 0.93, 0.98, 0.97 or 0.96Å for phenyl, tertiary, methylene or methyl H atoms respectively) and were included in the refinement in the riding model approximation. The displacement parameters of methyl H atoms were set to 1.5U eq (C), while those of other H atoms were set to 1.2U eq (C). In the absence of significant anomalous scattering, Friedel pairs were merged; the absolute configuration was assumed from the synthesis.
supplementary materials sup-2 Figures   Fig. 1 . The asymmetric unit of (1) with the atom-labelling scheme, showing 50% probability displacement ellipsoids. H atoms are drawn as spheres of arbitrary radius. 118.9 C15B-C16B-C17B 122.1 (6) C4A-N2A-H2AA 118.9 C15B-C16B-H16B 118.9 O1A-C2A-C3A 111.1 (4) C17B-C16B-H16B 119.0 O1A-C2A-C1A 105.7 (4) C16A-C17A-C18A 120.5 (7) C3A-C2A-C1A
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